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DECLARATION OF PAUL POLARIS, Ph.D. 
I, Paul Polakis, Ph,D., declare and say as follows: , 

1. Iwas awarded a PhD. by fee Department of Biochemistry of the Michifian 
State Umversity m 1984. My scientific Curriculum Vitae is atfcThed to and X 
part of this Declaration (Exhibit A). , 

2. I am currently employed by Genentech, Inc. where my job title is Staff 
Scientist ; Sincejoming Genentech in 1999, one of my primary responsibilities h 8s 
beenleadmg Genentech's Tumor Antigen Project, which is aXge" 

wife a prunary focus on identifying tumor cell markers that find use as targeST 
both the diagnosis and treatment ofcancer in humans. 

differential expression of various genes in tumor cells relative to normal cells 
The purpose of this research is to identify proteins that are abundantly expressed 
on certain tumor cells and that are either (i) not pressed, or (ii) expressed at 
lower levels, on corresponding nonnal cells. We call such differentially expressed 
proteins "tomor antigen proteins". When such a tumor antigen protein is 
identified, one can produce an antibody that recognizes and binds to that protein 
Such an antibody finds use in fee diagnosis of human cancer andmay ultimately 
serveas an effective therapeutic in the treatmentof human cancer. ™ ately 

4. fa fee course of fee research conducted by Genentech's Tumor Antigen 

*?Jf* ^P 10 ^ a varie * of scientificteclmiquesfordetectingand- 
studying differential gene expression in human tumor cells relative to normal cells 
genomic DNA, n*NA and protein levels. An important example of o™ such ' 
technique , s fee well known and widely used technique of microarray analysis 
which hasproven to be extremely useful for fee identification ofmRNA molecules 
that are differentially ^expressed in one tissue or cell type relative to anofeT fafee 
course of our research using microarray analysis, we have identified ' 
approximately 200 gene transcripts feat are present in human tumor cells at 
significantly higher levels than in corresponding nonnal human cells. To date we 

SSSSST 1 T h °?S t0 ab0Ut 30 of '** *^or antigen protein, 

expressed from these differentially expressed gene transcripts and have used these 
antibofees to quantitatively determine fee level of production of these tumor 
antigen proteins in both human cancer cells and corresponding normal cells We 
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5. From fee mRNA and protein, expression analyses described in paragraph 4 
above we have observed that there is a strong correlation between changesfa fee 
level of mRNA present in any particular cell type and fee level of protefa 


